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A wide spectrum of fungi from pathogens to mutualistic symbionts exists in plant roots. 
Improving crop production and sustainability requires comprehensive knowledge about different 
fungal groups in agricultural systems. More than 2500 fungal isolates were obtained from about 
1700 pieces of surface sterilized durum, pea and chickpea roots on PDA. 125 Operational 
Taxonomic Groups (OUTs) were made out of these isolates based on colony color, morphology 
and hyphal architecture. Genomic DNA extracted from pure cultures of representative isolates 
using QIAGEN DNeasy Plant Kits according to supplier’s protocol. Extracted DNA were stored 
at -20º C before PCR.  PCR amplification were done using different primers of ITS, Small and 
Large subunits of ribosomal genes in addition to elongation factor gene (for Fusarium spp.). 
Obtained sequenced were compared with existing databases. Identified fungi belong to the 
genera: Fusarium, Bionectria, Periconia, Myrothecium, Microdochium, Bipolaris, 
Gaeumannomyces, Mucor, Penicillium, and Trichoderma. Fusarium is the most dominant genus 
among the identified fungi. 
